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Introduction {#sec001}
============

Diabetes mellitus (DM) is a metabolic disorder characterized by hyperglycemia which results from insufficient secretion and/or reduced insulin action in peripheral tissues \[[@pone.0223461.ref001], [@pone.0223461.ref002]\]. According to the International Diabetes Federation (IDF), there are an estimated 425 million adults with diabetes worldwide, these include 212 million who are estimated undiagnosed \[[@pone.0223461.ref003]\]. Frequent monitoring of diabetes is essential for improved glucose control and to delay clinical complications related with diabetes. Besides, the early screening of DM is paramount to reduce the complications of this metabolic disorder worldwide \[[@pone.0223461.ref004]\]. Despite being relatively invasive and painful, blood analysis per glucometer is currently feasible for screening, monitoring and diagnosing diabetes by needle finger punctures \[[@pone.0223461.ref005], [@pone.0223461.ref006]\]. The constant need of piercing the fingers several times daily by most patients is inconvenient and may lead to the development of finger calluses and difficulty in obtaining blood samples \[[@pone.0223461.ref005]\].

Saliva reflects several physiological functions of the body \[[@pone.0223461.ref007], [@pone.0223461.ref008]\]. In this way, salivary biomarkers might be an attractive alternative to blood for early detection, and for monitoring systemic diseases \[[@pone.0223461.ref009]\]. Among the advantages, saliva is simple to collect, non-invasive, convenient to store and, compared to blood, requires less handling during clinical procedures. Besides, saliva also contains analytes with real-time monitoring value which can be used to check the individuals condition \[[@pone.0223461.ref008], [@pone.0223461.ref010]\]. Currently, a broad set of methods are used to analyze saliva including immunoassays, colorimetric, enzymatic, kinetic, chromatographic and mass spectrometric analysis \[[@pone.0223461.ref011]\]. Several studies showed higher salivary glucose levels in DM patients than non-hyperglycemic controls, however, the studies reject the idea of a direct relationship between salivary glucose and glycemia in diabetic patients \[[@pone.0223461.ref006], [@pone.0223461.ref012]--[@pone.0223461.ref017]\]. Another limitation of salivary-based measurement of glucose for diabetes monitoring is the presence of glucose in foods, which can disturb the monitoring process as it induces changes in salivary glucose concentration. Therefore, other alternatives of salivary monitoring should be studied.

Infrared (IR) spectroscopy is emerging as a powerful quantitative and qualitative technique for monitoring characterization of biological molecules in fluids \[[@pone.0223461.ref018]\]. Attenuated total reflection Fourier-transform infrared (ATR-FTIR) spectroscopy is a global, sensitive and highly reproducible physicochemical analytical technique that identifies structural molecules on the basis of their IR absorption \[[@pone.0223461.ref019]\]. Considering that a biomolecule is determined by its unique structure, each one will exhibit a unique ATR-FTIR spectrum, representing the vibrational modes of the constituent structural bonds \[[@pone.0223461.ref019], [@pone.0223461.ref020]\]. ATR-FTIR is a green technology due to processes that eliminate the use of hazardous elements an overarching approach that is applicable to monitoring diseases. The IR spectral modes of biological samples, such as saliva, may be considered as biochemical fingerprints that correlate directly with the presence or absence of diseases, and, furthermore, provide the basis for the quantitative determination of several analytes for monitoring several diseases and to diagnostic interest \[[@pone.0223461.ref021], [@pone.0223461.ref022]\]. The potential of salivary diagnostic for diabetes by IR spectroscopy using barium fluoride (BaF~2~) slides was suggested previously \[[@pone.0223461.ref023]\], however, the efficacy of DM monitoring in insulin-treated conditions using ultra-low volumes of saliva remains unknown.

In the present study, we tested the hypothesis that non-invasive spectral biomarkers can be identified in saliva of hyperglycemic diabetic and in insulin-treated diabetic rats, and the differentially expressed vibrational modes can be employed as salivary biomarkers for diabetes monitoring. Thus, the aim of our study was to identify infrared spectral signatures of saliva that are suitable to monitoring this metabolic disease in untreated and insulin-treated conditions. For this, the salivary vibrational modes profile of non-diabetic, diabetic and insulin-treated diabetic rats was quantitatively and qualitatively evaluated using univariate and multivariate analysis.

Results {#sec002}
=======

Characterization of diabetes mellitus {#sec003}
-------------------------------------

To confirm the effectiveness of diabetes induction and insulin treatment, several parameters were assessed in anesthetized animals. As expected, to confirm the diabetic state, [Table 1](#pone.0223461.t001){ref-type="table"} shows that diabetes reduced weight gain (p \< 0.05), increased water intake (p \< 0.05) and food ingestion (p \< 0.05) compared with ND rats. Besides, in diabetic condition, higher plasma glucose (p \< 0.05), as well as most pronounced urine volume (p \< 0.05), associated with higher urine glucose concentration (p \< 0.05), were observed in D rats compared with ND rats. Insulin treatment contributed to increased (p \< 0.05) weight gain and decreased water intake (p \< 0.05) compared with placebo-treated D rats. As expected, insulin treatment decreased plasma glucose (p \< 0.05), urine volume (p \< 0.05) and urine glucose concentration compared with D rats. Glycemia and urine volume were similar (p \> 0.05) in ND and D+I animals, indicating that insulin treatment completely reverted hyperglycemia and higher urine volume described in D rats. The insulin treatment promoted a strong reduction in the urinary glucose concentration; however, the urinary glucose concentration was increased (p \< 0.05) in D+I compared to ND animals.

10.1371/journal.pone.0223461.t001

###### Effect of diabetes and insulin on body weight, water intake, food intake, glycemia, urine volume and urine glucose concentration.

![](pone.0223461.t001){#pone.0223461.t001g}

  Parameters                  ND         D                                                 D+I
  --------------------------- ---------- ------------------------------------------------- --------------------------------------------------------------------------------------
  **Δ Body weight (g)**       48.4±8.3   -2.7±11.3[\*](#t001fn001){ref-type="table-fn"}    39.5±12.8[\#](#t001fn002){ref-type="table-fn"}
  **Water intake (mL)**       39.1±3.1   150.6±17.9[\*](#t001fn001){ref-type="table-fn"}   60.0±6.8[\#](#t001fn002){ref-type="table-fn"}
  **Food intake (g)**         18.3±1.3   35.0±4.1[\*](#t001fn001){ref-type="table-fn"}     29.7±2.6[\*](#t001fn001){ref-type="table-fn"}
  **Glycemia (mg/dL)**        83.2±4.2   497.6±19.6[\*](#t001fn001){ref-type="table-fn"}   81.0±19.2[\#](#t001fn002){ref-type="table-fn"}
  **Urine volume (mL)**       22.1±3.4   128.9±8.6[\*](#t001fn001){ref-type="table-fn"}    40.7±7.1[\#](#t001fn002){ref-type="table-fn"}
  **Urine glucose (mg/dL)**   24.7±7.2   337.2±15.8[\*](#t001fn001){ref-type="table-fn"}   148.0±34.6[\*](#t001fn001){ref-type="table-fn"}[\#](#t001fn002){ref-type="table-fn"}

\*p \< 0.05 vs ND

\#P \< 0.05 vs D; one-way ANOVA followed by Student Newman Keuls post-test.

Average spectra of saliva {#sec004}
-------------------------

A representative infrared average spectrum of saliva from normoglycemic, hyperglycemic and insulin-treated conditions, which contains different molecules such as lipids, proteins, glycoproteins and nucleic acid, are represented in [Fig 1A](#pone.0223461.g001){ref-type="fig"}. These salivary spectra indicated several differences among non-diabetic, diabetic and insulin-treated diabetic rats. Some bands of interest are shown in [Fig 1](#pone.0223461.g001){ref-type="fig"}, which contains: asymmetric stretching vibration of CH~2~ of acyl chains of lipids (2924 cm^-1^); amide II (1549 cm^-1^); asymmetric CH~3~ bending modes of the methyl groups of proteins (1452 cm^-1^); amide III band components of proteins (1313 cm^-1^); mannose-6-phosphate and phosphorylated saccharide residue (1120 cm^-1^) and C~2~ conformation of sugar (836 cm^-1^). The representative spectral changes compared to ND rats was represented in [Fig 1B](#pone.0223461.g001){ref-type="fig"}.

![(A) Representative average ATR-FTIR spectra (3000--400 cm-1) in saliva of Non-Diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I). (B) Representative spectral changes compared to ND rats.](pone.0223461.g001){#pone.0223461.g001}

Spectral bands analyzed by IR spectroscopy {#sec005}
------------------------------------------

Spectral band areas that indicate the expression of specific molecules were analyzed in saliva. The band area values of 2924 cm^-1^, 1549 cm^-1^, 1313 cm^-1^, 1120 cm^-1^ are presented in supplementary files. Herein, we showed two bands (1452 cm^-1^ and 836 cm^-^1) with a higher potential for diabetes monitoring ([Fig 2](#pone.0223461.g002){ref-type="fig"} and [Fig 3](#pone.0223461.g003){ref-type="fig"}, respectively). Representative spectra of 1452 cm^-1^ and 836 cm^-^1 bands are depicted in Figs [2A](#pone.0223461.g002){ref-type="fig"} and [3A](#pone.0223461.g003){ref-type="fig"}. Diabetes induced a decrease (p \< 0.05) at 1452 cm^-1^ and 836 cm^-1^ bands compared with non-diabetic rats, however, insulin-treated diabetic reverted this alteration in both bands (Figs [2A](#pone.0223461.g002){ref-type="fig"} and [3A](#pone.0223461.g003){ref-type="fig"}, respectively).

![Spectral of 1452 cm-1 (A); Band area of 1452 cm-1 (B); Pearson correlation between glycemia and band area of 1452 cm-1 (C); ROC curve analyses of 1452 to normoglycemic and hyperglycemic (D); ROC curve analyses of 1452 to diabetic and diabetic treated with insulin (E). Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).](pone.0223461.g002){#pone.0223461.g002}

![Spectral of 836 cm-1 (A); Band area of 836 cm-1 (B); Pearson correlation between glycemia and band area of 836 cm-1 (C); ROC curve analyses of 836 to normoglycemic and hyperglycemic (D); ROC curve analyses of 836 to diabetic and diabetic treated with insulin (E). Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).](pone.0223461.g003){#pone.0223461.g003}

To investigate whether these salivary vibrational modes would be reflective of glycemia regulation, these two salivary band areas were discovered to be, via univariate analysis, the best spectral candidates values to indicate the diabetes monitoring in samples with hyperglycemia, normoglycemia and under insulin treatment. Pearson\'s correlation between these spectral modes (1452 cm^-1^ and 836 cm^-1^) with glycemia showed high correlation. The both salivary spectral bands presented strong negative correlation with r = -0.801; p \< 0.0001 for 1452 cm^-1^ ([Fig 2C](#pone.0223461.g002){ref-type="fig"}) and r = -0.788; p \< 0.0001 for 836 cm^-1^ ([Fig 3C](#pone.0223461.g003){ref-type="fig"}).

Considering that sensitivity and specificity are basic characteristics to determine the accuracy of diagnostic and monitoring test, ROC curve analysis were used to evaluate the potential diagnostic of these spectral bands under two conditions of analysis. The first one, we analyzed the condition of normoglycemic (ND and D+I) with hyperglycemic (D). The cutoff value to 1452 cm^-1^ band was 0.405, and the corresponding sensitivity and specificity were 100% and 93.3%, respectively. In ROC analysis, the area under the curve (AUC) of this band was 0.988 ([Fig 2D](#pone.0223461.g002){ref-type="fig"}). To emphasizes our focus on insulin-treated rats, we also showed ROC curve analysis comparing only D+I with D. Both sensitivity and specificity of 1452 cm^-1^ band was 100% with cutoff of 0.422 (p: 0.0027). Both sensitivity and specificity of 836 cm^-1^ band to differentiate normoglycemic (ND and D+I) than hyperglycemic (D) were 100% with cutoff of 0.128 ([Fig 3D](#pone.0223461.g003){ref-type="fig"}). As expected, the ROC curve to differentiate insulin-treated diabetic (D+I) than hyperglycemic (D) showed similar data ([Fig 3E](#pone.0223461.g003){ref-type="fig"}).

Differentiation among the groups by principal component analysis followed by linear discriminant analysis (PCA-LDA) and Hierarchical Cluster Analysis (HCA) {#sec006}
-----------------------------------------------------------------------------------------------------------------------------------------------------------

Principal component analysis followed by linear discriminant analysis (PCA-LDA) was performed to reduce the dimensionality of the data set, with the preservation of the variance to evaluate the discrimination between the samples. PCA was performed using 6 principal components (PCs), accounting for 95.2% (20/21) of cumulative variance of correct classification with cross validation. The PCA model considered 95.8% of the data of the spectrum through the second derivative for analyze. The PC1 to PC6 proportions of the spectra variability in the covariance matrix were, 39.0%, 32.0%, 11.3%, 8.2%, 3.1% and 2.2%, respectively. After linear discriminant analysis (LDA) with leave-one-out cross-validation, three groups (ND, D and D+I) were formed, but only one sample belonging to class D+I was classified for group D ([Fig 4](#pone.0223461.g004){ref-type="fig"}). [S1](#pone.0223461.s005){ref-type="supplementary-material"}--[S3](#pone.0223461.s007){ref-type="supplementary-material"} Tables show the mean quadratic distance, discriminant linear function and the summary of classification of each sample (with quadratic distance of each sample, prediction, validation and probability), respectively, in saliva of ND, D and D+I rats.

![PCA-LDA analyses.\
Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).](pone.0223461.g004){#pone.0223461.g004}

Hierarchical cluster analysis (HCA) was performed to investigate the effects of treatment with insulin on diabetic to the differentiation of non-diabetic and diabetic samples. HCA was performed in part of salivary spectrum. The deconvolution analyzes were done in the five spectral regions represented in [Fig 5](#pone.0223461.g005){ref-type="fig"}, as A region (2995 cm^-1^ to 2889 cm^−1^), B region (1664 cm^−1^ to 1581 cm^−1^), C region (1410 cm^−1^ to 1234 cm^−1^), D region (1149 cm^−1^ the 1080 cm^−1^) and E region (1018 cm^−1^ to 955 cm^−1^) which allowed the differentiation of the non-diabetic, diabetic and insulin-treated diabetic. As seen from the [Fig 5](#pone.0223461.g005){ref-type="fig"}, all non-diabetics and diabetics were separate with 100% of discrimination. Only one insulin-treated diabetic was categorized as non-diabetic. The total accuracy, which is highly important for potential monitoring applications, was 95.2% (20/21) in HCA analysis.

![HCA analyses.\
Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).](pone.0223461.g005){#pone.0223461.g005}

Discussion {#sec007}
==========

The development of a novel, rapid, noninvasive tool for the diagnosis, and the most important, for monitoring diabetes mellitus based on the comprehensive analysis of spectral salivary constituents would be of great use to health clinics. Herein, we have investigated the translational applicability of ATR-FTIR spectroscopy with the potential monitoring of metabolic control in diabetes. ATR-FTIR detected six potential spectral bands, and, from these, two bands were showed a strong correlation with glycemia and high sensibility and specificity to differentiate hyperglycemic than normoglycemic conditions indicating potential monitoring applicability for diabetes. The discriminatory power of these two salivary ATR-FTIR bands area are candidates for monitoring diabetes under insulin therapy.

As expected in the diabetic state, plasma glucose, urine volume, and urine glucose concentration are increased in non-treated diabetic rats compared to non-diabetic rats \[[@pone.0223461.ref024]\]. In addition, insulin treatment decreased glycemia, urine volume, and urine glucose. These findings are consistent with other studies \[[@pone.0223461.ref025]--[@pone.0223461.ref028]\]. It is known that salivary composition changes in diabetes mellitus \[[@pone.0223461.ref029]--[@pone.0223461.ref031]\]. Also, diabetes mellitus frequently decreases salivary flow, alters the expression of salivary proteins, and increases glucose levels in saliva \[[@pone.0223461.ref029], [@pone.0223461.ref031], [@pone.0223461.ref032]\]. From these parameters, it is possible to use salivary components to reflect the presence and severity of hyperglycemia \[[@pone.0223461.ref033]\]. The saliva of diabetics with poor metabolic control shows an increase in salivary glucose concentration \[[@pone.0223461.ref034]\]. The correlation of glycemia with glucose concentration in saliva is still not well established, so currently it is not used to verify the degree of metabolic control and diagnosis in diabetes mellitus \[[@pone.0223461.ref035]--[@pone.0223461.ref037]\]. ATR-FTIR spectroscopy has been used as an alternative discriminatory method to others chronic diseases, due to its major advantages of being label-free and non-destructive, rapid, high-throughput, not requiring sample preparation, and cost-effective analytical method for providing details of the chemical composition and molecular structures \[[@pone.0223461.ref038], [@pone.0223461.ref039]\].

The spectral analysis method to dried saliva described in the present study may be used in rodent and human models. Spectral parameters, such as shifts in band positions and changes in spectral modes intensity, can be used to obtain valuable information about sample composition, which may have diagnostic and monitoring the potential for many diseases \[[@pone.0223461.ref020]\]. To get relevant information about the concentration of the salivary molecules, integrated band area analysis was performed in the saliva spectra since, according to the Beer-Lambert law, absorption band intensity/band area is proportional to the concentration of the sample \[[@pone.0223461.ref039], [@pone.0223461.ref040]\]. Therefore, differences in the band area for asymmetric CH~3~ bending modes of the methyl groups of protein (1452 cm^-1^) and C~2~ endo/anti-B-form helix conformation (836 cm^-1^) differ in salivary constituents among the groups. Bencharit, Baxter \[[@pone.0223461.ref040]\] showed the differences in the composition of salivary proteins associated with metabolic control in diabetes on a proteomic analysis, and similar quantitative differences were found in the present study analyzed with spectroscopy ATR-FTIR. Type 2 diabetes mellitus induced changes in the lipid and protein components on the erythrocyte membrane and causing structural changes by FTIR spectroscopy in the protein secondary structure with a shift in the beta-sheet and beta-turn structures \[[@pone.0223461.ref041]\].

These two salivary spectral modes showed a high and significant correlation with metabolic control. Clinically, the most interesting comparisons are the correlation between these salivary spectral band areas and glycemia. Together, these salivary spectral bands showed a 100% sensitivity and 100% specificity in ROC analysis. ROC curve analysis is widely considered to be the most objective and statistically valid method for biomarker performance evaluation \[[@pone.0223461.ref042]\]. Regarding the potential for translation to the clinic, our results suggest that two salivary band areas, 1452 cm^-1^ and 836 cm^-1^, can be considered noninvasive spectral biomarkers of monitoring diabetes treated with insulin. Different drug treatments and several levels of glycemia should ideally be possible to differentiate; therefore more studies need to be investigated. These results indicate that these spectral modes can be used as a diagnostic and monitoring platform for diabetes mellitus; once interestingly, insulin treatment was also able to revert the salivary spectra observed in the hyperglycemic state. Therefore, insulin treatment is not a potential confounding factor that may influence salivary vibrational mode in comparison with glycemia. Some studies have indicated specific salivary biomarkers for diabetes, such as glucose, alpha-amylase, immunoglobulins, myeloperoxidases \[[@pone.0223461.ref009], [@pone.0223461.ref030], [@pone.0223461.ref043], [@pone.0223461.ref044]\] with similar potential, but not with a focus on disease monitoring and/or with the use of IR spectroscopy. As expected, the commercialization of saliva glucose biosensors has not been used for diabetes management, and new strategies need to be developed to measure salivary components that reflects glycemia. Besides, it is essential bearing in mind that C~2~ conformation of sugars at 836 cm^-1^ do not indicate a presence of glucose, the aldehyde structure for glucose into a cyclic hemiacetal (glucopyranose) occur in C4-C5 bond brings \[[@pone.0223461.ref045]\] at 1375 cm^-1^ \[[@pone.0223461.ref046]\].

Multivariate analysis as PCA-LDA and HCA can be used to discriminate samples based on their spectrum. In FTIR analysis, the diagnostic accuracy for diabetes detection using saliva was 100.0% for the training set and 88.2% for the test (validation) set using linear discriminant analysis (LDA) calculations \[[@pone.0223461.ref022]\]. However, in the present study, both PCA-LDA and HCA obtained 95.2% of accuracy using saliva to discriminate normoglycemic, diabetic, and insulin-treatment diabetic models. It is essential to emphasize that our protocol used ultra-low values of saliva (2 μl) under airflow dried during only 2 minutes and the other study \[[@pone.0223461.ref022]\] used 50 μl (25 times higher) under dried during \~30 min at 25 Torr on 13 mm BaF windows. The analysis using univariate analysis was performed only in the present study. Besides, the Pearson\'s correlation between 1452 cm^-1^ and 836 cm^-1^ vibrational modes with glycemia described in present study showed higher correlation values (r = 0.801 and r = -0.788) comparing with another study (\[[@pone.0223461.ref022]\]; r = 0.49) using a SCN band, a classical indicator of tobacco smoking (a condition present in \~60% healthy and diabetic subjects).

Cluster analyses confirm its potential to discriminate ND, D, and D+I groups with high accuracy. The success rate for ND e D was 100%, and for D+I was 85.7%. Altogether, the data performed an accuracy of 95.23%. The inclusion of one sample of D+I animals in the non-diabetic control group is expected, considering that insulin is a gold-standard treatment of diabetes. We believe that this infrared analysis opens perspectives to use saliva to monitor the metabolic control with molecules different than glucose. It is unequivocal that glucose is the main molecule to analyses metabolic control in the blood; however, the demonstration of glucose transporters in the luminal membrane of ductal cells in salivary glands \[[@pone.0223461.ref028]\] highlight the need to evaluate other biomarkers in saliva.

Although we have shown that ATR-FTIR technology is useful for the identification of possible biomarkers for monitoring diabetes mellitus in the saliva of rats, this is a first exploratory study using ATR-FTIR technology for this purpose. Therefore, further studies are needed to validate the suggested spectral biomarkers in humans and to determine the applicability of this technique for the monitoring of diabetes mellitus in human saliva. As other molecular techniques, the ATR-FTIR can detect functional groups present in several components, which leads to the analysis focus in the intensity of each vibrational mode or multivariate analysis over the detection of a specific type of protein/sugar. It is essential to emphasize that ATR-FTIR have been used for biofluids analysis, allowing same-day detection and grading of a range of diseases in humans \[[@pone.0223461.ref021], [@pone.0223461.ref047]--[@pone.0223461.ref051]\]. Also, one limitation of this study is the inclusion of rats in higher levels of glycemia, which was not intentional but could be explained by the effect of streptozotocin on beta cells. Although requiring further confirmation to provide that our platform is suitable to detect glycemic fluctuation (minutes/hour), the present data indicate that our novel noninvasive approach to diabetes monitoring has the potential to provide discrimination of short-time insulin treatment. Supposing that a similar vibrational mode can discriminate against other conditions than hyperglycemia, we can assume that multivariate chemometric analysis is suitable to discriminate between different diseases. The prospect of identifying spectral biomarkers in saliva open new perspectives for monitoring the severity of diabetes, and compliance with insulin treatment modalities. Considering the similarity of metabolic mechanism between the diabetic hyperglycemic animal\'s models and diabetic patients, we believe that this salivary ATR-FTIR-based diagnostics could be tested in large samples patients to rapidly and inexpensively monitoring diabetes using saliva samples and even open the possibility for point-of-care assays by portable attenuated total reflectance infrared spectroscopic approaches.

In conclusion, we showed that ATR-FTIR spectroscopy in the saliva could differentiate diabetic from non-diabetic and insulin-treated diabetic rats. Our data suggest specific fingerprint regions (highlighted two salivary spectral modes 1452 cm^-1^ and 836 cm^-1^) capable of discriminating between hyperglycemic and normoglycemic conditions (insulin-treated or not) in univariate analysis. A very high discriminatory accuracy of 95.2% was also obtained for classifying infrared spectra of saliva between diabetic, non-diabetic, and insulin-treated rats by the PCA-LDA and HCA multivariate models. In summary, these salivary results indicate that ATR-FTIR spectroscopy coupled with univariate or multivariate chemometric analysis has the potential to provide a novel noninvasive approach to diabetes monitoring assisting medical decision making to avoid under-treatment or over-treatment with insulin.

Methods {#sec008}
=======

Animals {#sec009}
-------

This study was carried out in accordance with recommendations in the Guide for the Care and Use of Laboratory Animals of the Brazilian Society of Laboratory Animals Science (SBCAL). All experimental procedures for the handling, use and euthanasia were approved by the Ethics Committee for Animal Research of the Federal University of Uberlandia (UFU) (License \#CEUA-UFU No. 013/2016) according to Ethical Principles adopted by the Brazilian College of Animal Experimentation (COBEA). All effort was taken to minimize the number of animals used and their discomfort.

Male *Wistar* rats (\~250g) were obtained from Center for Bioterism and Experimentation at the Federal University of Uberlandia. The animals were maintained under standard conditions (22 ± 1°C, 60% ± 5% humidity and 12-hour light/dark cycles, light on at 7 AM) and were allowed with free access to standard diet and water at the Institute of Biomedical Sciences rodent housing facility.

Induction of diabetes and insulin treatment {#sec010}
-------------------------------------------

Diabetes was induced in overnight-fasted animals by an intraperitoneal injection (60 mg/kg) of streptozotocin (STZ) (Sigma-Aldrich, St. Louis, MO. USA) dissolved in 0.1 M citrate buffer (pH 4.5). Animals with hyperglycemia (\>250 mg/dl) were chosen as diabetics. Non-diabetic animals received injection of NaCl 0.9% in similar volume. Twenty one days later after induction of diabetes, diabetic rats were submitted to a 7-day treatment with vehicle (ND and D) or with 6U of insulin \[NPH insulin, Biohulin N; Biobrás, MG, Brazil\] (D+I) per day (2U at 8:30 a.m. and 4U at 5:30 p.m.) subcutaneously \[[@pone.0223461.ref026]\]. Thus, animals were divided in Non-Diabetic (ND, n = 8), Diabetic (D, n = 6) and diabetic treated with 6U insulin (D+I, n = 7). Glucose levels in overnight-fasted were obtained from the tail vein and measured using reactive strips (Accu-Chek Performa, Roche Diagnostic Systems, Basel, Switzerland) by a glucometer (Accu-Chek Performa, Roche Diagnostic Systems, Basel, Switzerland) in the moment of samples collection.

In the last day of treatment, the animals were kept in metabolic cages and water intake, food intake, urine volume were measured. Urine was collected over 24 h and the glucose concentration in the urine was evaluated using an enzymatic Kit (Labtest Diagnostica SA, Brazil). Besides that, variation of gain/loss body weight (Δ body weight) compared parameters in STZ or vehicle induction with parameters after insulin or vehicle treatment.

Saliva collection {#sec011}
-----------------

After 7-days of treatment, the animals were anaesthetized by an intraperitoneal injection with ketamine (100 mg/kg) and xylazine (20 mg/kg). Stimulated saliva was collected with parasympathetic stimulation through pilocarpine injection (2 mg/kg, i.p.). Stimulated saliva was collected in pre weighed flasks for 10 min from the oral cavity \[[@pone.0223461.ref028]\]. The collected saliva was stored at -80°C for further processing and analysis. The animals were euthanized with excessive anesthetic dose, after samples collection.

Chemical profile in stimulated saliva by ATR-FTIR spectroscopy {#sec012}
--------------------------------------------------------------

Salivary spectra were recorded in 3000 cm^-1^ to 400 cm^-1^ region using ATR-FTIR spectrophotometer Vertex 70 (Bruker Optics, Reinstetten, Germany) using a micro-attenuated total reflectance (ATR) component. The crystal material in ATR unit was a diamond disc as internal-reflection element. The salivary pellicle penetration depth ranges between 0.1 and 2 μm and depends on the wavelength, incidence angle of the beam and the refractive index of ATR-crystal material. In the ATR-crystal the infrared beam is reflected at the interface toward the sample. Saliva was directly dried using airflow on ATR-crystal for 2 min before salivary spectra recorded. The air spectra was used as a background in ATR-FTIR analysis. Sample spectra and background was taken with 4 cm^-1^ of resolution and 32 scans were performed for salivary analysis \[[@pone.0223461.ref052], [@pone.0223461.ref053]\].

Spectra data evaluation procedures {#sec013}
----------------------------------

The spectra data obtained were processed using Opus 6.5 software (Bruker Optics, Reinstetten, Germany). Measurements were performed in mid-infrared region (3000--400 cm^-1^) with spectral resolution of 4 cm^-1^ and 32 scans per spectrum. Samples were pressed into ATR diamond crystal with standardized pressure. For the generation of mean spectra and band areas, the spectra were normalized by vector and baseline corrected to avoid errors during the sample preparations and spectra analysis. To evaluate the mean values for the peak positions, band area of the spectra was considered belonging to each animal of the groups. The band positions were measured using the frequency corresponding to the center of weight of each band. Band areas were calculated from normalized and baseline corrected spectra using OPUS software. Sensitivity and specificity values were calculated based on the external test set as follows:

The specificity or true negative rate is defined as the percentage of rats who are correctly identified as being normoglycemic Non-Diabetic (ND) or normoglycemic D+I: $${Specificity} = \frac{TN}{TN + FP}$$

The quantity 1-specificity is the false positive rate and is the percentage of rats that are incorrectly identified as diabetic (D).

The sensitivity or true positive rate is defined as the percentage of rats who are correctly identified as diabetic (D): $${Sensitivity} = \frac{TP}{TP + FN}$$ where TP stands for true positives; TN for true negatives; FP for false positives; and FN for false negatives \[[@pone.0223461.ref054]\].

Principal component analysis followed by linear discriminant analysis (PCA-LDA) and Hierarchical Cluster Analysis (HCA) {#sec014}
-----------------------------------------------------------------------------------------------------------------------

The principal components analysis (PCA) was used as one step before Linear Discriminant Analysis (LDA) to avoid multicollinearity (Jolliffe & Cadima *et al*., 2016)\] performed by Minitab® Program. In order to calculate the principal components, the data was normalized and then matrix of spectra was centered, which was the mean spectrum was subtracted from every spectrum in the matrix. This procedure removes the redundancy of the average in the dataset interpretation. The principal components (PC) were calculated using a full range of the FT-IR spectra (ND, D and D+I) between 3700 and 500 cm-1, and a covariance matrix, where the original variables are reduced to the most important descriptive components. The original number of PC is always equal the number of variables and in this study, the first six principal components (PC1-PC6) were used to calculate the LDA that corresponds to 95,8% of the cumulative proportion of the spectrum variability. The LDA with leave-one-out cross validation \[[@pone.0223461.ref055]\] was done according to the pathological reports.

Infrared spectra of saliva samples were also analyzed by OPUS software (version 4.2) using HCA. In the first step, the vector normalization was performed calculating the average absorbance (y axis) value of the selected spectra regions and subtracted this value from the spectrum, which technically centered around 0. After this procedure OPUS calculates the sum of squares of all y value, and the respective spectrum is divided by the root this sum. The Scaling to 1st Range method determined the minimum and maximum value of spectral distances for the first spectral range. The dendrogram was performed by Ward's clustering algorithm in the defined spectral regions determines the growth of heterogeneity H, merging all homogeneous spectra into a group using OPUS User manual.

Statistical analysis {#sec015}
--------------------

The data of the band area were analyzed using the one-way analysis of variance (ANOVA), followed by Tukey Multiple Comparison as a *post-hoc* test. The correlation between values of blood glucose concentration and salivary band areas of the spectra were analyzed by the Pearson correlation test. For all spectral band candidates, we constructed the Receiver Operating Characteristic (ROC) curve and computed the area under the curve (AUC) value, sensitivity and specificity by numerical integration of the ROC curve. The Kolmogorov-Smirnov test was applied to test the normality of the variables. All these analyses were performed using the software GraphPad Prism (GraphPad Prism version 7.00 for Windows, GraphPad Software, San Diego, CA, USA). Only values of p \< 0.05 were considered significant and the results were expressed as mean ± S.D.

Supporting information {#sec016}
======================

###### 

Spectral of 2924 cm-1 (A); Band area of 2924 cm-1 (B); Pearson correlation between glycemia and band area of 2924 cm-1 (C); ROC curve analyses of 2924 cm-1 to normoglycemic and hyperglycemic (D); ROC curve analyses of 2924 cm-1 to diabetic and diabetic treated with insulin (E). Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).

(TIF)

###### 

Click here for additional data file.

###### 

Spectral of 1549 cm-1 (A); Band area of 1549 cm-1 (B); Pearson correlation between glycemia and band area of 1549 cm-1 (C); ROC curve analyses of 1549 cm-1 to normoglycemic and hyperglycemic (D); ROC curve analyses of 1549cm-1 to diabetic and diabetic treated with insulin (E). Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).

(TIF)

###### 

Click here for additional data file.

###### 

Spectral of 1313 cm-1 (A); Band area of 1313 cm-1 (B); Pearson correlation between glycemia and band area of 1313 cm-1 (C); ROC curve analyses of 1313 cm-1 to normoglycemic and hyperglycemic (D); ROC curve analyses of 1313 cm-1 to diabetic and diabetic treated with insulin (E). Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).

(TIF)

###### 

Click here for additional data file.

###### 

Spectral of 1120 cm-1 (A); Band area of 1120 cm-1 (B); Pearson correlation between glycemia and band area of 1120 cm-1 (C); ROC curve analyses of 1120 cm-1 to normoglycemic and hyperglycemic (D); ROC curve analyses of 1120 cm-1 to diabetic and diabetic treated with insulin (E). Non-diabetic rats (ND), diabetic rats (D) and diabetic treated with insulin (D+I).

(TIF)

###### 

Click here for additional data file.

###### Mean quadratic distance in saliva of ND, D and D+I rats.

(DOCX)

###### 

Click here for additional data file.

###### Discriminant linear function in saliva of ND, D and D+I rats.

(DOCX)

###### 

Click here for additional data file.

###### Summary of classification with the quadratic distance of each sample, prediction, validation and probability of each sample in saliva of ND, D and D+I rats.

(DOCX)

###### 

Click here for additional data file.
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Salivary molecular spectroscopy: a rapid and non-invasive monitoring tool for diabetes mellitus during insulin treatment

PLOS ONE

Dear Dr. Sabino-Silva,

Thank you for submitting your manuscript to PLOS ONE. After careful consideration, we feel that it has merit but does not fully meet PLOS ONE's publication criteria as it currently stands. Therefore, we invite you to submit a revised version of the manuscript that addresses the points raised during the review process.

The reviewers came up with a list of matters and suggestions, which should carefully be considered in the revision. In principle, I fully agree with the reviewers believing your work is of interest and should be published.

Nevertheless, I feel that the stage of your work and its limitations should be better pinpointed. It appears to be a noteworthy starting point, but not yet at the stage of justifying claims about usefulness in diabetes monitoring. As far as I understand, you do neither know, how far your readouts reflect acute hyperglycaemia or long-term metabolic derangement, nor if a similar signature in saliva would likewise arise from other conditions than hyperglycaemia/diabetes. If possible, please provide more information on these aspects (including the request from the reviewers about which chemical entities the peaks represent, e.g. by \"spiking\" the samples). If there is no additional information available, these limitations and obstacles on the way to the clinic should be openly addressed and the impression of premature claims should be avoided by careful wording.

We would appreciate receiving your revised manuscript by Jan 23 2020 11:59PM. When you are ready to submit your revision, log on to <https://www.editorialmanager.com/pone/> and select the \'Submissions Needing Revision\' folder to locate your manuscript file.

If you would like to make changes to your financial disclosure, please include your updated statement in your cover letter.

To enhance the reproducibility of your results, we recommend that if applicable you deposit your laboratory protocols in protocols.io, where a protocol can be assigned its own identifier (DOI) such that it can be cited independently in the future. For instructions see: <http://journals.plos.org/plosone/s/submission-guidelines#loc-laboratory-protocols>

Please include the following items when submitting your revised manuscript:

A rebuttal letter that responds to each point raised by the academic editor and reviewer(s). This letter should be uploaded as separate file and labeled \'Response to Reviewers\'.A marked-up copy of your manuscript that highlights changes made to the original version. This file should be uploaded as separate file and labeled \'Revised Manuscript with Track Changes\'.An unmarked version of your revised paper without tracked changes. This file should be uploaded as separate file and labeled \'Manuscript\'.

Please note while forming your response, if your article is accepted, you may have the opportunity to make the peer review history publicly available. The record will include editor decision letters (with reviews) and your responses to reviewer comments. If eligible, we will contact you to opt in or out.

We look forward to receiving your revised manuscript.

Kind regards,

Clemens Fürnsinn, Ph.D.

Academic Editor

PLOS ONE

Journal Requirements:

1\.

When submitting your revision, we need you to address these additional requirements.

Please ensure that your manuscript meets PLOS ONE\'s style requirements, including those for file naming. The PLOS ONE style templates can be found at

<http://www.journals.plos.org/plosone/s/file?id=wjVg/PLOSOne_formatting_sample_main_body.pdf> and <http://www.journals.plos.org/plosone/s/file?id=ba62/PLOSOne_formatting_sample_title_authors_affiliations.pdf>

2\. To comply with PLOS ONE submissions requirements, please provide methods of sacrifice in the Methods section of your manuscript.

\[Note: HTML markup is below. Please do not edit.\]

Reviewers\' comments:

Reviewer\'s Responses to Questions

**Comments to the Author**

1\. Is the manuscript technically sound, and do the data support the conclusions?

The manuscript must describe a technically sound piece of scientific research with data that supports the conclusions. Experiments must have been conducted rigorously, with appropriate controls, replication, and sample sizes. The conclusions must be drawn appropriately based on the data presented.

Reviewer \#1: Yes

Reviewer \#2: Partly

Reviewer \#3: Partly

\*\*\*\*\*\*\*\*\*\*

2\. Has the statistical analysis been performed appropriately and rigorously?

Reviewer \#1: Yes

Reviewer \#2: I Don\'t Know

Reviewer \#3: N/A

\*\*\*\*\*\*\*\*\*\*

3\. Have the authors made all data underlying the findings in their manuscript fully available?

The [PLOS Data policy](http://www.plosone.org/static/policies.action#sharing) requires authors to make all data underlying the findings described in their manuscript fully available without restriction, with rare exception (please refer to the Data Availability Statement in the manuscript PDF file). The data should be provided as part of the manuscript or its supporting information, or deposited to a public repository. For example, in addition to summary statistics, the data points behind means, medians and variance measures should be available. If there are restrictions on publicly sharing data---e.g. participant privacy or use of data from a third party---those must be specified.

Reviewer \#1: Yes

Reviewer \#2: Yes

Reviewer \#3: No

\*\*\*\*\*\*\*\*\*\*

4\. Is the manuscript presented in an intelligible fashion and written in standard English?

PLOS ONE does not copyedit accepted manuscripts, so the language in submitted articles must be clear, correct, and unambiguous. Any typographical or grammatical errors should be corrected at revision, so please note any specific errors here.

Reviewer \#1: Yes

Reviewer \#2: Yes

Reviewer \#3: No

\*\*\*\*\*\*\*\*\*\*

5\. Review Comments to the Author

Please use the space provided to explain your answers to the questions above. You may also include additional comments for the author, including concerns about dual publication, research ethics, or publication ethics. (Please upload your review as an attachment if it exceeds 20,000 characters)

Reviewer \#1: This is an interesting paper presenting an analysis of a new and simple IR-based method to distinguish among states of hyperglycemia. The presentation is reasonably clear and the methodology seems sound. I only have minor comments:

1\. The description of insulin-treated animals as D6U is unnecessarily confusing. These are insulin-treated, no longer hyperglycemic; the units matter for methods but not for the group descriptor. Suggest these be designated as D+I or some comparably easy and more relevant descriptor

2\. The actual method for insulin treatment should be augmented to include the type of insulin. Why these particular doses (rather than something based on weight or glycemia for example?)

3\. I don\'t find the continuous analyses of signal AUC against glucose very compelling. This study is set up to provide large group differences, and these come out as clusters of the data with a pseudo-line relating the variables. The more direct presentation of the comparison is what is done with the box/whisker plots.

4\. It is of interest whether these peaks are measuring glucose or a directly related carbohydrate, or something entirely separate. Is that known?

5\. I really like the detailed mathematical analyses using multidimensional methods, adds considerably to the paper

6\. It is obvious that this now needs to be further tested in humans with various stages of diabetes, and as a potential marker of actual glucose values. Can a method be developed where a portable device can perform the physical measure and undertake computations to give a useful and actionable output? (I realize this is the \'next\' project but it seems the logical extension; perhaps a comment in this paper could be added about challenges of moving this into diagnostic or clinical use)

7\. The English is overall very good but occasionally there are non-standard English phrases (and some grammatical issues). Suggest this paper be passed by a native English speaker in its final version

Reviewer \#2: Have not reviewed yet.

Please see my confidential note to the editor.

Have not reviewed yet.

Please see my confidential note to the editor.

Have not reviewed yet.

Please see my confidential note to the editor.

Reviewer \#3: Comments to the authors

The authors describe an FTIR-based method to detect spectral changes in the saliva of diabetic mice and compare them with control and treated diabetic mice. The study presents some interesting results which need further biochemical validation, in order to verify that the observed spectral changes are useful for glucose monitoring in the saliva.

Major comments.

1\. The main finding of the authors is the observed spectral decrease at 1452 and 836 cm-1. However, it is not clear what these peaks represent. According to the authors, the 1452 peak corresponds to methyl groups of proteins and the 836 groups to sugars. The authors should provide some kind of evidence on which proteins absorb at 1452 and why they are decreased in the diabetic mice. Furthermore, is the 836 a specific signature of glucose in the saliva? If yes, this peak should be increased in diabetic mice that have higher glucose concentrations in their blood.

2\. The changes in the spectra of diabetic mice are subtle and measured in arbitrary units. Therefore, they are not convincing. The authors should show the FTIR spectrum of the diabetic mice after having removed as a background either the spectrum of non-diabetic or insulin-treated mice. Then, they would indicate spectral changes as variations from the respective baseline.

3\. Would the authors detect the 1452 and 836 peak changes also in human samples from diabetic patients?

4\. The paper would benefit if the authors could e.g. measure the FTIR spectra of increasing concentrations of glucose solutions and compare them with the spectra obtained from the 3 different mice groups.

5\. In the discussion section, the authors describe that glucose concentration can be measured in the saliva of diabetic individuals. Therefore, the authors should validate the presence of glucose in their saliva samples and measure its concentration. The biochemical validation of their results is missing.

Minor comments

1\. The values for the reduced weight gain in Table 1 are misleading. For example, it shows a -2.7 change with a SD of 11.3. Instead, the authors should consider to show the average body weight and its SD. Also, they should clearly state what the \* and \# symbols indicate.

2\. Readers that are unfamiliar with ROC curves may not easily understand the rationale of these statistical tests and their downstream analysis. The authors should consider to rephrase lines 172-184. Furthermore, usually ROC curves show a (1-specificity) in their x-axis. Here, the authors show specificity in their ROC curves. Is this correct? Also, does each point in these curves represent a single animal? The equal distance between data points seems unusual.

3\. The last two sentences of the results section (lines 208-209) are the conclusion of the PCA analysis. The authors should move them at the end of the previous paragraph.

4\. The authors should consider to shorten the Discussion section. At its present form, it seems very long compared to the other sections of the paper

5\. Description of the animal groups is misleading. The author should state that they originally induced diabetes in 13 animals and then divided them in the D and D6U groups. The first sentence in Line 343 should move after the selection of mice with hyperglycemia.

6\. The authors should use different colors for the marks (animals of each group) in Figure 2C and all other similar figures. Could they also use similar colors for the marks in parts D-E?

7\. The authors should check the legends of Figure 3, 4, S1-S4. Some words seem to be missing. For example, line 716, ROC curve analysis of 836 cm-1 to diabetic mice and diabetic mice treated with insulin.

8\. In Figure 4, the authors should state the % proportion of variance of analyzed data in the y-axis.

\*\*\*\*\*\*\*\*\*\*

6\. PLOS authors have the option to publish the peer review history of their article ([what does this mean?](https://journals.plos.org/plosone/s/editorial-and-peer-review-process#loc-peer-review-history)). If published, this will include your full peer review and any attached files.

If you choose "no", your identity will remain anonymous but your review may still be made public.

**Do you want your identity to be public for this peer review?** For information about this choice, including consent withdrawal, please see our [Privacy Policy](https://www.plos.org/privacy-policy).

Reviewer \#1: No

Reviewer \#2: Yes: Dr Ylias Sabri

Reviewer \#3: No

\[NOTE: If reviewer comments were submitted as an attachment file, they will be attached to this email and accessible via the submission site. Please log into your account, locate the manuscript record, and check for the action link \"View Attachments\". If this link does not appear, there are no attachment files to be viewed.\]

While revising your submission, please upload your figure files to the Preflight Analysis and Conversion Engine (PACE) digital diagnostic tool, <https://pacev2.apexcovantage.com/>. PACE helps ensure that figures meet PLOS requirements. To use PACE, you must first register as a user. Registration is free. Then, login and navigate to the UPLOAD tab, where you will find detailed instructions on how to use the tool. If you encounter any issues or have any questions when using PACE, please email us at <figures@plos.org>. Please note that Supporting Information files do not need this step.

10.1371/journal.pone.0223461.r002
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The rebuttal letter was attached previously.

###### 

Submitted filename: Caixeta et al 2020 Rebutal letter final .docx
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Click here for additional data file.
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Salivary molecular spectroscopy: a sustainable, rapid and non-invasive monitoring tool for diabetes mellitus during insulin treatment

PLOS ONE

Dear Dr. Sabino-Silva,

Thank you for submitting your manuscript to PLOS ONE. After careful consideration, we feel that it has merit but does not fully meet PLOS ONE's publication criteria as it currently stands. Therefore, we invite you to submit a revised version of the manuscript that addresses the points raised during the review process.

I am in principle inclined to support publication of your work also without additional data, but there is still need for a carefully revised version. As emphasised by the reviewer as well as by myself in the first round of revision, open statements about limitations of your work, about which points are not yet answered, and about the stage of your work on the way to clinical use are more important than frail claims about assumed future usefulness. Obstacles like, e.g., that it seems unclear whether your saliva readout reflects short or long term glucose fluctuations, and if a similar outcome could arise from other conditions than hypergylcaemia are still not addressed. Please clarify these matters and conscientiously follow the comments from the reviewer.

We would appreciate receiving your revised manuscript by Mar 21 2020 11:59PM. When you are ready to submit your revision, log on to <https://www.editorialmanager.com/pone/> and select the \'Submissions Needing Revision\' folder to locate your manuscript file.

If you would like to make changes to your financial disclosure, please include your updated statement in your cover letter.

To enhance the reproducibility of your results, we recommend that if applicable you deposit your laboratory protocols in protocols.io, where a protocol can be assigned its own identifier (DOI) such that it can be cited independently in the future. For instructions see: <http://journals.plos.org/plosone/s/submission-guidelines#loc-laboratory-protocols>

Please include the following items when submitting your revised manuscript:

A rebuttal letter that responds to each point raised by the academic editor and reviewer(s). This letter should be uploaded as separate file and labeled \'Response to Reviewers\'.A marked-up copy of your manuscript that highlights changes made to the original version. This file should be uploaded as separate file and labeled \'Revised Manuscript with Track Changes\'.An unmarked version of your revised paper without tracked changes. This file should be uploaded as separate file and labeled \'Manuscript\'.

Please note while forming your response, if your article is accepted, you may have the opportunity to make the peer review history publicly available. The record will include editor decision letters (with reviews) and your responses to reviewer comments. If eligible, we will contact you to opt in or out.

We look forward to receiving your revised manuscript.

Kind regards,

Clemens Fürnsinn, Ph.D.

Academic Editor

PLOS ONE

\[Note: HTML markup is below. Please do not edit.\]

Reviewers\' comments:

Reviewer\'s Responses to Questions

**Comments to the Author**

1\. If the authors have adequately addressed your comments raised in a previous round of review and you feel that this manuscript is now acceptable for publication, you may indicate that here to bypass the "Comments to the Author" section, enter your conflict of interest statement in the "Confidential to Editor" section, and submit your \"Accept\" recommendation.

Reviewer \#3: (No Response)

\*\*\*\*\*\*\*\*\*\*

2\. Is the manuscript technically sound, and do the data support the conclusions?

The manuscript must describe a technically sound piece of scientific research with data that supports the conclusions. Experiments must have been conducted rigorously, with appropriate controls, replication, and sample sizes. The conclusions must be drawn appropriately based on the data presented.

Reviewer \#3: Yes

\*\*\*\*\*\*\*\*\*\*

3\. Has the statistical analysis been performed appropriately and rigorously?

Reviewer \#3: Yes

\*\*\*\*\*\*\*\*\*\*

4\. Have the authors made all data underlying the findings in their manuscript fully available?

The [PLOS Data policy](http://www.plosone.org/static/policies.action#sharing) requires authors to make all data underlying the findings described in their manuscript fully available without restriction, with rare exception (please refer to the Data Availability Statement in the manuscript PDF file). The data should be provided as part of the manuscript or its supporting information, or deposited to a public repository. For example, in addition to summary statistics, the data points behind means, medians and variance measures should be available. If there are restrictions on publicly sharing data---e.g. participant privacy or use of data from a third party---those must be specified.

Reviewer \#3: Yes

\*\*\*\*\*\*\*\*\*\*

5\. Is the manuscript presented in an intelligible fashion and written in standard English?

PLOS ONE does not copyedit accepted manuscripts, so the language in submitted articles must be clear, correct, and unambiguous. Any typographical or grammatical errors should be corrected at revision, so please note any specific errors here.

Reviewer \#3: No

\*\*\*\*\*\*\*\*\*\*

6\. Review Comments to the Author

Please use the space provided to explain your answers to the questions above. You may also include additional comments for the author, including concerns about dual publication, research ethics, or publication ethics. (Please upload your review as an attachment if it exceeds 20,000 characters)

Reviewer \#3: I realize that the authors decided not to include any new experimental data, as I would expect, but rather tried to better explain their results in the revised Discussion section. However, within this lengthy section, I don\'t see a clear statement on what the.g. on their claim that the 1452 spectrum may correspond to several protein components. Mainly, I don\'t see a clear statement on the limitations of their study, merely the value of their experimental approach.

Also, I have seen several inconsistencies in their rebuttal letter.

1\. The authors claim that inserted Lines 172-184 but I don\'t see any changes there

2\. They also state that the manuscript has been thoroughly checked by native English speakers. However, I found more than one mistakes. E.g. \"Line 320, it is important emphasizes\..., Line 181 To emphasizes our focus\...., Line 437 the term DU6 that was deleted is used again.

3\. Figure 4. The authors included the symbol % bit no numerical value for the proportionof variance that each PC diagram explains.

My overall impression is that the authors have not carefully prepared their revised manuscript and response to the reviewers. I would encourage them to resubmit a more careful revision of their paper, in which they would also clearly state the limitations and potential obstacles on the way to the clinic.

\*\*\*\*\*\*\*\*\*\*

7\. PLOS authors have the option to publish the peer review history of their article ([what does this mean?](https://journals.plos.org/plosone/s/editorial-and-peer-review-process#loc-peer-review-history)). If published, this will include your full peer review and any attached files.

If you choose "no", your identity will remain anonymous but your review may still be made public.

**Do you want your identity to be public for this peer review?** For information about this choice, including consent withdrawal, please see our [Privacy Policy](https://www.plos.org/privacy-policy).

Reviewer \#3: No

\[NOTE: If reviewer comments were submitted as an attachment file, they will be attached to this email and accessible via the submission site. Please log into your account, locate the manuscript record, and check for the action link \"View Attachments\". If this link does not appear, there are no attachment files to be viewed.\]

While revising your submission, please upload your figure files to the Preflight Analysis and Conversion Engine (PACE) digital diagnostic tool, <https://pacev2.apexcovantage.com/>. PACE helps ensure that figures meet PLOS requirements. To use PACE, you must first register as a user. Registration is free. Then, login and navigate to the UPLOAD tab, where you will find detailed instructions on how to use the tool. If you encounter any issues or have any questions when using PACE, please email us at <figures@plos.org>. Please note that Supporting Information files do not need this step.
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Dear Dr. Sabino-Silva,

We are pleased to inform you that your manuscript has been judged scientifically suitable for publication and will be formally accepted for publication once it complies with all outstanding technical requirements.

Within one week, you will receive an e-mail containing information on the amendments required prior to publication. When all required modifications have been addressed, you will receive a formal acceptance letter and your manuscript will proceed to our production department and be scheduled for publication.

Shortly after the formal acceptance letter is sent, an invoice for payment will follow. To ensure an efficient production and billing process, please log into Editorial Manager at <https://www.editorialmanager.com/pone/>, click the \"Update My Information\" link at the top of the page, and update your user information. If you have any billing related questions, please contact our Author Billing department directly at <authorbilling@plos.org>.

If your institution or institutions have a press office, please notify them about your upcoming paper to enable them to help maximize its impact. If they will be preparing press materials for this manuscript, you must inform our press team as soon as possible and no later than 48 hours after receiving the formal acceptance. Your manuscript will remain under strict press embargo until 2 pm Eastern Time on the date of publication. For more information, please contact <onepress@plos.org>.

With kind regards,

Clemens Fürnsinn, Ph.D.

Academic Editor

PLOS ONE

Additional Editor Comments (optional):

Please correct the minor remaining typos, which the reviewer has spotted:

Line 297 It is essential emphasizes that our protocol used\...

Line 311 the main molecule to following metabolic control in the blood;

Line 323 It is essential emphasize

Line 333 is suitable do discriminate

I still think that there are several typos that the authors should correct

Reviewers\' comments:

Reviewer\'s Responses to Questions

**Comments to the Author**

1\. If the authors have adequately addressed your comments raised in a previous round of review and you feel that this manuscript is now acceptable for publication, you may indicate that here to bypass the "Comments to the Author" section, enter your conflict of interest statement in the "Confidential to Editor" section, and submit your \"Accept\" recommendation.

Reviewer \#3: (No Response)

\*\*\*\*\*\*\*\*\*\*

2\. Is the manuscript technically sound, and do the data support the conclusions?

The manuscript must describe a technically sound piece of scientific research with data that supports the conclusions. Experiments must have been conducted rigorously, with appropriate controls, replication, and sample sizes. The conclusions must be drawn appropriately based on the data presented.

Reviewer \#3: Yes

\*\*\*\*\*\*\*\*\*\*

3\. Has the statistical analysis been performed appropriately and rigorously?

Reviewer \#3: Yes

\*\*\*\*\*\*\*\*\*\*

4\. Have the authors made all data underlying the findings in their manuscript fully available?

The [PLOS Data policy](http://www.plosone.org/static/policies.action#sharing) requires authors to make all data underlying the findings described in their manuscript fully available without restriction, with rare exception (please refer to the Data Availability Statement in the manuscript PDF file). The data should be provided as part of the manuscript or its supporting information, or deposited to a public repository. For example, in addition to summary statistics, the data points behind means, medians and variance measures should be available. If there are restrictions on publicly sharing data---e.g. participant privacy or use of data from a third party---those must be specified.

Reviewer \#3: Yes

\*\*\*\*\*\*\*\*\*\*

5\. Is the manuscript presented in an intelligible fashion and written in standard English?

PLOS ONE does not copyedit accepted manuscripts, so the language in submitted articles must be clear, correct, and unambiguous. Any typographical or grammatical errors should be corrected at revision, so please note any specific errors here.

Reviewer \#3: No

\*\*\*\*\*\*\*\*\*\*

6\. Review Comments to the Author

Please use the space provided to explain your answers to the questions above. You may also include additional comments for the author, including concerns about dual publication, research ethics, or publication ethics. (Please upload your review as an attachment if it exceeds 20,000 characters)

Reviewer \#3: Line 297 It is essential emphasizes that our protocol used\...

Line 311 the main molecule to following metabolic control in the blood;

Line 323 It is essential emphasize

Line 333 is suitable do discriminate

I still think that there are several typos that the authors should correct at least at the proofs stage

\*\*\*\*\*\*\*\*\*\*

7\. PLOS authors have the option to publish the peer review history of their article ([what does this mean?](https://journals.plos.org/plosone/s/editorial-and-peer-review-process#loc-peer-review-history)). If published, this will include your full peer review and any attached files.

If you choose "no", your identity will remain anonymous but your review may still be made public.

**Do you want your identity to be public for this peer review?** For information about this choice, including consent withdrawal, please see our [Privacy Policy](https://www.plos.org/privacy-policy).

Reviewer \#3: No
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Salivary molecular spectroscopy: a sustainable, rapid and non-invasive monitoring tool for diabetes mellitus during insulin treatment

Dear Dr. Sabino-Silva:

I am pleased to inform you that your manuscript has been deemed suitable for publication in PLOS ONE. Congratulations! Your manuscript is now with our production department.

If your institution or institutions have a press office, please notify them about your upcoming paper at this point, to enable them to help maximize its impact. If they will be preparing press materials for this manuscript, please inform our press team within the next 48 hours. Your manuscript will remain under strict press embargo until 2 pm Eastern Time on the date of publication. For more information please contact <onepress@plos.org>.

For any other questions or concerns, please email <plosone@plos.org>.

Thank you for submitting your work to PLOS ONE.

With kind regards,

PLOS ONE Editorial Office Staff

on behalf of

Prof. Dr. Clemens Fürnsinn

Academic Editor

PLOS ONE
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